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O-10.4 Short talk 
Single-Molecule and Multiscale Fluorescence Imaging 
to Investigate PD-L1 Dynamics and its Association 
with Lipid Rafts in Non-Small Cell Lung Cancer Cells 
Simone Civita 1, Martina Ruglioni 1, Matteo Mariangeli 2, 
Tiziano Salvatori 1, Sofia Cristiani 1, Vittoria Carnicelli 1, 
Serena Barachini 1, Iacopo Petrini 1, Irene Nepita 2, Marco 
Castello2, Stefano Fogli 1, Romano Danesi 3, Alberto 
Diaspro 2, Paolo Bianchini 2, Barbara Storti 4, Ranieri 
Bizzarri1 
1 Università di Pisa, Pisa, Italy  
2 Istituto Italiano di Tecnologia, Genova, Italy  
3 Università di Milano, Milano, Italy  
4 i NEST, Scuola Normale Superiore and Istituto 
Nanoscienze-CNR, Pisa, Italy  
 
The membrane protein PD-L1 plays a pivotal role in tumors 
and is a key target for immunotherapy. While its 
immunosuppressive function in the PD-1/PD-L1 
checkpoint is well characterized, its nanoscale regulation 
remains unclear and is likely influenced by spatial 
organization and diffusion dynamics. We employed super-
resolution and single-molecule fluorescence techniques to 
investigate PD-L1 organization and mobility in non-small 
cell lung cancer (NSCLC) cells. Single-Molecule Localization 
Microscopy (SMLM) revealed PD-L1 clustering (~30-40 
nm) within cholesterol-enriched membrane rafts, confirmed 
by colocalization with key raft markers. Fluorescence 
Correlation Spectroscopy (FCS) and spot variation-STED-
FCS in live cells uncovered confined diffusion, typical of 
raft-associated proteins, indicating a tightly regulated 
mobility. PD-L1 raft association may influence immune 
checkpoint activity, impacting immune evasion and 
therapeutic strategies. Additionally, a non-clustered PD-L1 
pool may have alternative functions. To validate our 
findings, we have performing PALM to compare SMLM 
data from antibody-based and genetically encoded 
fluorescence labeling. By integrating multiscale fluorescence 
imaging with single-molecule biophysics, this study provides 
novel insights into PD-L1 spatial organization and its role in 
NSCLC pathophysiology and immunotherapy. 
 
O-10.5 Short talk 
High-throughput biophysical measurements of cells in 
health and disease 
Cenk Gurdap1, Dunya Aydos2, Yagmur Urem1, Pablo 
Carravilla1, Verda Bitirim2, Luca Andronico1,Erdinc Sezgin1 
1 Karolinska Institute, Stockholm, Sweden  
2 Ankara University, Ankara, Turkey  
 
Changes in the biophysical properties of cells are crucial to 
various diseases and have considerable potential as a 
diagnostic or prognostic marker. However, available 
technologies generally suffer from low throughput. 
Moreover, low-parametric phenotyping lacks the power of 
integrating diverse biophysical properties and their 
underutilized correlations. Therefore, there is still a major 
gap in our understanding of how collective biophysical 
properties of the cells alter during both physiological and 

pathological processes. Here, we describe a high-throughput 
and multi-parametric platform with single-cell resolution, 
which combines spectral flow cytometry and environment-
sensitive dyes. We establish a unique pipeline to: 1) 
biophysically phenotype different diseases; 2) integrate 
biophysical phenotyping with multi-omics technologies 3) 
predicting heath state of individuals from their immune cells 
in blood using biophysical remodelling and machine learning 
4) explore drug treatments using the biophysical 
measurements as output. This pipeline may aid the detection 
of different cellular pathogenic alterations and discovery of 
their possible drug targets. Thus, our technique has the 
potential to be widely used in a variety of fields, where 
biophysical properties can be exploited as complementary to 
current protein or nucleic acid markers to diagnose and treat 
diseases. 
 
O-10.6 Short talk 
Computational approaches to assess biomolecular 
interfaces compatibility: exploring its implications in 
molecular design  
Lorenzo Di Rienzo 1, Mattia Miotto 1, Edoardo Milanetti 2, 
Giancarlo Ruocco 1 
1 Italian Institute of Technology, Rome, Italy  
2 Department of Physics, Sapienza University, Rome, Italy  

Molecular recognition relies on the fine-tuning of 
physicochemical properties at the interface. Even a single 
amino acid mutation can disrupt an interaction, often 
altering a biochemical pathway pathologically. However, a 
computational rapid and accurate assessment of the impact 
of mutations on binding remains a major challenge in 
molecular biophysics. Still, understanding the physical 
mechanism ruling this phenomenon would enable the design 
of molecular interfaces for ad-hoc purposes. To this end, we 
model interaction surface geometry using Zernike 
polynomials, creating an ordered set of rotationally invariant 
descriptors and allowing a fast evaluation of compatibility 
between surfaces. Incorporating electrostatic and chemical 
complementarity, we developed a novel computational 
mutagenesis strategy for protein interface optimization. 
These efficient formalisms allow iterative assessments of 
residue substitutions in each step of a simulated annealing 
simulation, generating multi-residue protein mutants with 
controlled binding compatibility. As an example of this 
method's results, we modified the native sequence of Ste2, 
the sole GPCR in haploid Saccharomyces cerevisiae, 
enabling it to bind adrenaline, as confirmed by independent 
molecular dynamics simulations. These findings open new 
avenues for engineering this organism as a biosensor able to 
react to a user-defined molecule. 

  


	15th EBSA congress
	June 30 – July 4, 2025, Rome, Italy
	Acknowledgements*
	15th EBSA European Biophysics Congress

Rome (Italy), June 30 – July 4, 2025
	LOCAL ORGANISING COMMITTEE
	EBSA EXECUTIVE COMMITTEE
	CONFERENCE PROCEEDINGS GUEST EDITORS
	Welcome to EBSA 2025 – Rome
	Welcome from the President of EBSA
	EUROPEAN BIOPHYSICAL SOCIETIES’ ASSOCIATION
	The EBSA Executive Council

at a committee meeting in Oxford, UK, 2025
	Satellite Meetings
	Plenary Lectures
	Invited Speakers
	Invited Speakers
	EBSA Bursaries
	IUPAB Bursaries
	Program at a glance
	Scientific Program

	PLENARY LECTURES
	Science and Engineering: the Race to Understand

Intelligence
	Pushing the boundaries of macromolecular

crystallography: time-resolved and perturbative

methods to study protein structure-functiondynamics

relationships
	Phase transitions of Tau and a-synuclein:

implications for overlapping neuropathologies
	In-cell NMR: a powerful approach for

understanding functional processes
	The molecular artificial optical microscope. A

route for combining molecular content

fluorescence and label-free optical microscopy

with machine learning
	Engineered nanopores: from gene sequencing to

organ repair
	New tools for understanding the impact of the

cellular environment on protein folding
	Towards chemical systems capable of Darwinian

evolution

	SYMPOSIA
	Session 01: The New Age of Protein Structure,

Prediction and Design
	O-01.1 Invited speaker

De novo protein design: from new structures to

programmable molecular and cellular functions
	O-01.2 Invited speaker

SHAPES of protein generative models
	O-01.3 Short talk

DEER Spectroscopy as a Tool to Investigate Protein

Conformations in Biomolecular Condensates –

Challenges and Insights
	O-01.4 Short talk

Searching for Structural Transitions in a Parallel

Protein Network
	O-01.5 Short talk

Resurrecting and Characterizing Ancestral K2P channel

Sequences to Decipher Response to Physical and

Chemical Cues
	O-01.6 Short talk

Understanding the Conformational Dynamics of the

Metavinculin Tail: An Integrative SAXS and Modeling

Approach

	Session 02: Protein Aggregation in Disease:

The Next Phase
	O-02.1 Invited speaker

Deconstructing and reconstructing tau by solid-state

NMR
	O-02.2 Invited speaker

Protein post-translational modifications: markers or

pathology or master regulators of amyloid formation

and pathogenicity
	O-02.3 Short talk

Molecular Rotors Detect the Formation and Conversion

of α-Synuclein Oligomers
	O-02.4 Short talk

Revealing the mechanism of inhibition of Amyloid-β

aggregation and membrane perforation by

Apolipoprotein E through kinetic analysis
	O-02.5 Short talk

How pH and Membranes Shape hIAPP Amyloid Fibril

Structure in Type 2 Diabetes
	O-02.6 Short talk

Structural convergence determined by physicochemical

principles in the complex polymorphism of the amyloid

state of proteins

	Session 03: Building Blocks of Life: Protein-

Based Materials and Supramolecular

Assemblies
	O-03.1 Invited speaker

The role of water: a playground for peptide selfassembly
	O-03.2 Invited speaker

Functional amyloids as catalysts: towards new

paradigms in chemistry and biology?
	O-03.3 Short talk

Peptide self-assembly enables design of long-acting

therapeutics
	O-03.4 Short talk

Engineering Protein-Stabilized Metal Nanomaterials as

Theranostic Agents
	O-03.5 Short talk

Functionalizing Protein nanofibrils into luminescent

materials via mechanochemistry and self-assembly
	O-03.6 Short talk

Modeling elastin’s structure, assembly and function

across length scales
	O-03.7 Short talk

Protein self assembly and influence of the surfaces:

insights from a protein inspired by a natural amyloid

adhesive

	Session 04: Biophysics and Function of

Protein/Peptide-Membrane Interactions
	O-04.1 Invited speaker

Biophysics of growth factor receptor signaling in the

membrane
	O-04.2 Invited speaker

Mechanism(s) of antimicrobial peptides: what can we

learn from x-ray & neutron scattering techniques?
	O-04.3 Short talk

Membrane Interactions of Daptomycin:

A Comparative Study with a Novel Cyclic Lipopeptide
	O-04.4 Short talk

Rotation movement of ATP synthase as membrane

remodelling effector
	O-04.5 Short talk

Design Guidelines for Antimicrobial Peptides that Kill

Antibiotic-Resistant Bacteria via Transmembrane

Pores
	O-04.6 Short talk

Molecular mechanism of membrane pore formation

triggered by PI(4,5)P2-dependent FGF2

	Session 05: Biophysics of Biological Barriers:

Membrane Structure and Organization
	O-05.1 Invited speaker

Novel dimensions of living membrane asymmetry
	O-05.2 Invited speaker

News insights on plant plasma membrane lipids to

understand regulation of homeoviscosity during

temperature fluctuation
	O-05.3 Short talk

Structural and functional implications of in vivo phase

separation of membrane protein in in Escherichia coli
	O-05.4 Short talk

Understanding the forces transmitted to the outer

membrane during bacteriocin import
	O-05.5 Short talk

Sprouting vesicles and far-reaching nanotubes: a

journey to lipid networks
	O-05.6 Short talk

The Multi-faceted Role of Cholesterol in Cellular

Membranes and Lipid Nanoparticles

	Session 06: Biogenic Nanoparticles and

Biomimetic Systems: Nanotechnology from

Nature
	O-06.1 Invited speaker

The physico-chemical landscape of extracellular

vesicles
	O-06.2 Invited speaker

Nanosized Extracellular Vesicles (EVs) as gatekeepers

of homeostasis: Deciphering cargo-function
	O-06.3 Short talk

Breast cancer extracellular vesicles : structural profiling

and membrane interaction studies
	O-06.4 Short talkSingle-particle analysis reveals a breakthroughapproach for uniform fluorescent labeling ofbiomolecular corona nanoparticles
	O-06.5 Short talk

Hybrid Biogenic Lipid Nanoparticles: leveraging

hybridization with Extracellular Vesicles for enhancing

biocompatibility and targeting efficiency
	O-06.6 Short talk

Correlative Brillouin and Raman spectroscopy (BRMS)

	Session 07: Biophysics of Genes, RNA and

Ribosomes
	O-07.1 Invited speaker

Biophysics of translational fidelity
	O-07.2 Invited speaker

Dynamics of transcriptional regulation: the hidden life

of RNAs
	O-07.3 Short talk

Molecular Recognition of G-Quadruplex by Spermine

and its Analogue 1 Naphthyl Acetyl Spermine: A

Thermodynamic and Biophysical Investigative

Approach
	O-07.4 Short talk

Calmodulin is an essential chaperone for cotranslational

folding of the Kv7.2 ion channel
	O-07.5 Short talk

Single-stranded DNA-based molecular complex

contributes to structural maintenance of nucleolus
	O-07.6 Short talk

In vivo single-molecule FISH for RNA detection in live

Escherichia coli cells

	Session 08: Cell Mechanics: Biophysics of Cell

Growth, Division, Signaling, and Motion
	O-08.1 Invited speaker

Measuring membrane viscosity using FLIM and

molecular rotors
	O-08.2 Invited speaker

Mechanobiology of the intestinal epithelium in

homeostasis and cancer
	O-08.3 Short talk

Guardians of the Sarcomere: The Role of Molecular

Chaperones in Maintaining Cardiac Function
	O-08.4 Short talk

A benzodiazepine-derived molecule (1g) as a

Biophysical Modulator of Glioblastoma: Impact on Cell

Stiffness and Invasion
	O-08.5 Short talk

Resolving the nanoscale axial organization of

transmembrane signaling complexes in live cells by

metal-induced energy transfer
	O-08.6 Short talk

Exploring force propagation in cells by combined

optical manipulation and FRET-based molecular force

microscopy

	Session 09: Cell Communication: Membrane

Transport & Ion Channels
	O-09.1 Invited speaker

Mechanism of propofol inhibition of HCN1 channels
	O-09.2 Invited speaker

192 conformations, or: regulation of CaV2.1 by the

membrane potential
	O-09.3 Short talk

Decoding TASK Channel Function with Cryo-EM:

Structural Basis of pH Sensitivity, Disease, and

Therapeutic Targeting
	O-09.4 Short talk

Animal-free recombinant nanobody rescues HCN4

channel deficit in sinus node dysfunction
	O-09.5 Short talkDeciphering Kv1.3 Spatial Organization at theImmunological Synapse of Human T Cells
	O-09.6 Short talk

How can nonequilibrium MD simulations help

understand drug resistance and allostery in proteins?

	Session 10: Single-Cell Biophysics:

Techniques and Findings in Single-Cell

Analysis and Its Implications for

Understanding Cellular Heterogeneity
	O-10.1 Invited speaker

Improvements in single cell imaging at high

throughput shed new light on AMR in bacteria
	O-10.2 Invited speaker

Mechanisms of cell cycle dependent gene expression in

Escherichia coli
	O-10.3 Short talk

FITSA: A Robust Bayesian Method for Analysis of

Detected Photons in Single-Molecule Measurements
	O-10.4 Short talk

Single-Molecule and Multiscale Fluorescence Imaging

to Investigate PD-L1 Dynamics and its Association

with Lipid Rafts in Non-Small Cell Lung Cancer Cells
	O-10.5 Short talk

High-throughput biophysical measurements of cells in

health and disease
	O-10.6 Short talk

Computational approaches to assess biomolecular

interfaces compatibility: exploring its implications in

molecular design

	Session 11: Biophysical Mechanisms of Brain

Plasticity: From Molecular Dynamics to

Network Adaptation in Learning and Memory
	O-11.1 Invited speaker

Synaptic input patterns received by dendrites during

sensory processing
	O-11.2 Invited speaker

Signaling Pathways underlying Striatal Synaptic

Plasticity
	O-11.3 Short talk

Multi-component phase separation of postsynaptic

density is controlled by membrane geometry via

valency and volume effects
	O-11.4 Short talk

How Criticality shapes structure-function relationships

and human brain dynamics
	O-11.5 Short talk

Biochemically detailed modelling reveals genetic

mechanisms for impaired synaptic plasticity in

schizophrenia
	O-11.6 Short talk

Membrane lipid poly-unsaturation selectively affects

Dopamine D2 receptor signaling

	Session 12: Cellular Biophysics in Diseases

(Cancer, Rare Diseases, Infectious Diseases)
	O-12.1 Invited speakerMolecular pathology of ion channels in diseases andtheir pharmacological targeting
	O-12.2 Invited speaker

The metastatic cascade- does oncology need the

physics of cancer?
	O-12.3 Short talk

Stiff matters for the genome: extracellular matrix

rigidity and DNA repair dynamics in cancer
	O-12.4 Short talk

Elevated Pressure Modulates Glioblastoma and

Astrocyte Responses: Insights from Flow-Based Cell

Model
	O-12.5 Short talk

Robust assessment of asymmetric division in colon

cancer cells
	O-12.6 Short talk

Variant-Specific Interactions at the Plasma Membrane:

Heparan Sulfate’s Impact on SARS-CoV-2 Binding

Kinetics

	Session 13: Biophysics of Ionic Liquids: a

Versatile Toolkit for Molecular to Cellular

Control and Biomedical Innovation
	O-13.1 Invited speaker

Cholesterol restricted assembly of ionic liquids in a

phospholipid membrane
	O-13.2 Short talk

Modulating cancer cell migration and elasticity with

ionic liquids
	O-13.3 Short talk

Ionic Liquids and Biomembranes: A Toxic Affair
	O-13.4 Short talk

What do we Study when we Study Cytotoxicity?

Lessons from Ionic Liquids

	Session 14: Biomaterials and 3D Bioprinting

Session chairs
	O-14.1 Invited speaker

The space within: Engineering scaffold voids to

advance tissue regeneration
	O-14.2 Invited speaker

4D Bioprinting Shape-Morphing Tissues in Granular

Support Hydrogels: Sculpting Structure and Guiding

Maturation
	O-14.3 Short talk

Mapping binding landscapes of Ras-effector

interactions in health and disease
	O-14.4 Short talk

Properties and application of sparsely tethered bilayer

lipid membranes
	O-14.5 Short talk

Refining Extrusion-Based Bioprinting Through

Hydrogel Flow Rate and Extrusion Speed

Measurement
	O-14.6 Short talk

Conductive protein-based biomaterials: from the design

to the application

	Session 15: Self-Assembly in Life Science
	O-15.1 Invited speakerAssembling the outer membrane of Gram-negativebacteria
	O-15.2 Invited speaker

Allosteric modulators of protein self-assembly: clues for

therapeutic approaches in SCA3
	O-15.3 Short talk

Molecular structure and self-assembly in functional

amyloid
	O-15.4 Short talk

On the Self-Assembly of the Molecular Chaperone αBCrystallin
	O-15.5 Short talk

Oligomerisation-driven avidity correlates with SARSCoV-

2 cellular binding and inhibition
	O-15.6 Short talk

Beyond Phosphorylation: How PIP2 Lipids Sculpt β2-

Adrenergic Receptor-β-Arrestin Complexes

	Session 16: Machine Learning and Agent-

Based Models
	O-16.1 Invited speaker

Combining Simulations and Machine Learning with

Experiments to Explore Ribosomal Translation
	O-16.2 Invited speaker

Generative models to resolve ligand binding in cryo-

EM structures
	O-16.3 Short talk

Study of adaptive morphogenesis using microfluidics

and deep learning object detection
	O-16.4 Short talk

Benchmarking Machine Learning-based Causal

Discovery Methods for Partially Observed Biochemical

Kinetics
	O-16.5 Short talk

Compact assessment of protein surface

complementarities enhances neural network-aided

identification of core interacting residue pairs
	O-16.6 Short talk

Unfolded Protein Response: Phylogenetic and

Pathophysiological Insights from Protein-Protein

Interaction Networks

	Session 17: Molecular Modeling and

Simulation
	O-17.1 Invited speaker

Perspective on Simulating Whole Cells with Martini
	O-17.2 Invited speaker

Multiscale modelling combining atomistic and coarsegrained

molecular simulations with low-resolution

SAXS data: a route to the rational engineering of

antibody structure and function
	O-17.3 Short talk

Mechanism of Protein Stabilization by Sugars in

Crowded Solution and Preservation in Desiccated Glass
	O-17.4 Short talk

Rab21 GTPase and its interaction with cell membrane:

Computational study of post-translational

modification
	O-17.5 Short talk

An efficient coarse-grained method to unravel

conformational pathways in large proteins and proteinnucleic

acid complexes
	O-17.6 Short talk

Exploring Protein Conformational Transitions in the

Second Timescale through Multiscale Molecular

Dynamics: The Case of SHP2 Activation

	Session 18: Advanced Microscopy Techniques

(Brillouin, CRYOEM, HS-AFM, ...)
	O-18.1 Invited speaker

Measuring transient changes in mechanical properties

during biological processes
	O-18.2 Invited speaker

Across Scales and Systems: Mechanical Signatures in

Retina, Spinal Cord, and Mucus
	O-18.3 Short talk

Multimodal characterization of biological samples

through label-free and fluorescence microscopy
	O-18.4 Short talk

Brillouin Microscopy reveals altered biomechanics in

Kabuki Syndrome murine bone tissues
	O-18.5 Short talk

Long-term single molecule localization microscopy

uncovers dynamic co-assembly of LRP6 and ROR2 into

Wnt-signalosomes
	O-18.6 Short talk

Visualizing Permeation Enhancement of the Intestinal

Epithelium Using Label-Free Live-Cell Coherent Anti-

Stokes Raman Scattering (CARS) Microscopy

	Session 19: Teaching Biophysics in 2025 and

Beyond
	O-19.1 Invited speaker

Pietro Cicuta
	O-19.2 Invited speaker

Between Physics and Biology: Teaching

Computational Biophysics Across Disciplines
	O-19.3 Invited speaker

Teaching biophysics in 2025: a focus on neutron

scattering from biological systems

	Session 20: X-Ray and Neutron Techniques in

Biophysics
	O-20.1 Invited speaker

Time-resolved crystallography captures light-driven

DNA repair
	O-20.2 Invited speaker

Lipoprotein structure and its role on dysfunction: from

atherosclerosis to covid-19
	O-20.3 Short talk

How do plants sense temperature? Nanostructure

characterization of biological hydrogels formed by the

prion-like domain EARLY FLOWERING 3 using

SAXS
	O-20.4 Short talk

Metal Ions in Amyloid-β Misfolding and Aggregation:

an X-ray Journey from Static Structures to Dynamic

Processes
	O-20.5 Short talk

Structures, Energetics, and Dynamics of Active

Tubulin Self-Organization
	O-20.6 Short talk

Neutron crystallography of Pseudomonas aeruginosa

lectins LecA and LecB: Insights into carbohydrate

recognition

	Session 21: NMR: Towards Cell Process

Characterization
	O-21.1 Invited speaker

Bacterial OMVs as novel tools for the in-situ

characterization of bacterial envelope proteins
	O-21.2 Invited speakerBiomolecular Condensates: Illuminating a NovelSource of Cellular Order Emerging from MolecularDisorder in Health and Disease
	O-21.3 Short talk

RhoB: an unstable G protein mutated in bladder cancer
	O-21.4 Short talk

Defining the Lipid Specificities of Saposin Lipid

Transfer Proteins
	O-21.5 Short talk

Protein dynamics in mitochondrial biogenesis -

Structural insights into Tom70-mediated protein

translocation
	O-21.6 Short talk

Fluorine-detected NMR for resolving Non-Canonical

Nucleic Acid folding, conformational polymorphism,

and ligand binding interactome in vitro and in-cellular

environment

	Session 22: Vibrational Spectroscopies in

Biophysics
	O-22.1 Invited speaker

Raman spectroscopy and microscopy of cryofixed

biological samples
	O-22.2 Invited speaker

Individual Amyloids Resolved Directly in Their Native

Environment
	O-22.3 Invited speaker

Broadband coherent anti-Stokes Raman scattering

(BCARS), a powerful spectroscopy combining high

signal intensity with spectral sensitivity for vibrational

imaging of biological systems
	O-22.4 Short talk

Mapping Vibrational Energy Transfer in the Green

Fluorescent Protein
	O-22.5 Short talk

Effect of RNA on the supramolecular architecture of 􀟙􀟙-

synuclein fibrils
	O-22.6 Short talk

Application of cutting-edge IR and THz techniques to

dipeptides superassemblies: how chirality shapes the

fine architecture and flexibility of Phe-Phe nanotubes

	Session 23: Bionanophotonics and Single

Molecule Fluorescence
	O-23.1 Invited speaker

Single-molecule localization microscopy to study

chromatin organization during cells differentiation on

specific substrates
	O-23.2 Invited speaker

TBA
	O-23.3 Short talk

Disordered Regions Speed Up Diffusive Search of

Proteins on DNA
	O-23.4 Short talk

Fluorescent aptamer-based detection of the NEAT1

short isoform in paraspeckles
	O-23.5 Short talk

When surface nanoengineering meets mass

photometry: Quantification of weak protein interactions
	O-23.6 Short talk

Ultrafast Molecule-Spanning Dynamics in a Multi

Domain Protein Uncovered and Quantified by Single-

Molecule Fluorescence

	Session 24: Nanotechnology and Nanoscale

Pores: Advances and Applications in

Biophysics and Beyond
	O-24.1 Invited speakerElectrohydrodynamic coupling in nanopore systems
	O-24.2 Invited speaker

TBA
	O-24.3 Short talk

Designing Bioinspired hydrophobically gated

memristive nanopores for neuromorphic applications
	O-24.4 Short talk

Cholesterol modulated assembly of graphene oxide

nanoflakes around a phospholipid monolayer at airwater

interface
	O-24.5 Short talk

Hanging Drop Bilayers: a novel platform for

simultaneous optical and electrical observation of

bilayers
	O-24.6 Short talk

A Computational Study on the Detection of Citrulline

Modifications Using an Aerolysin Nanopore

	Session 25: Synthetic Biology and

Astrobiology
	O-25.1 Invited speaker

Homology-guided engineering of tyrosine recombinase

nucleotide specificities
	O-25.2 Invited speaker

Why is it so complex to simplify cells?
	O-25.3 Short talk

Compositional and functional diversity of minimal

primitive coacervates in a nucleic acid-peptide world
	O-25.4 Short talk

The plasma membrane lipidome governs the metabolic

cost of cell division in synthetic minimal cells
	O-25.5 Short talkComputational design of monobody binders to targetviral therapeutical epitopes
	O-25.6 Short talk

Ancient Protein Folds with a Reduced Primordial

Amino Acid Alphabet

	Session 26: Powering Life: Photosynthesis and

Respiration
	O-26.1 Invited speaker

Correlative light and electron microscopy reveals

structural rearrangements of photosynthetic

membranes in changing light
	O-26.2 Invited speaker

The branched respiratory chains of Mycobacteria
	O-26.3 Short talk

Energetics and conformational dynamics of histidine

switch in respiratory complex I probed by enhanced

sampling simulations
	O-26.4 Short talk

Rate-Determining Protein Functions in Photosynthetic

Oxygen Evolution: Insights from D1-N298A

Photosystem II Variant
	O-26.5 Short talk

Thriving in the shade of the shade: How different

species of acaryochloris adapt to differing levels of light

limitation
	O-26.6 Short talk

Widespread extracellular electron transfer pathways for

charging microbial cytochrome OmcS nanowires via

periplasmic cytochromes PpcABCDE

	Session 27: Breakthrough Methods in

Molecular Scale Biophysics

Session chairs: Tomasz Kobiela
	O-27.1 Invited speaker

Exploring Protein Folding and Interactions in Native

Cellular Contexts Using Site-Directed Spin Labeling

coupled to EPR spectroscopy
	O-27.2 Invited speaker

Probing the interaction dynamics of disordered

proteins with single-molecule spectroscopy
	O-27.3 Short talk

In-Solution Binding Kinetics – The Full Picture of

Biomolecular Interactions
	O-27.4 Short talk

Weak-cooperative binding of long single-stranded

DNA to surface-immobilized oligomers for optimal

detection by microarray biosensor
	O-27.5 Short talk

Programmable DNA-origami-based platform for labelfree

protein profiling
	O-27.6 Short talkThe Three-Molecule Binding Problem in SPR

	Session 28: New and Notable
	O-28.1 Invited speaker

Contemporary Interactive Tools for the Analysis of

Biophysical Data Across Techniques
	O-28.2 Invited speaker

Spatial organisation of bacterial transcription via phase

separation of transcription factors
	O-28.3 Short talk

A versatile toolbox for nanoscale interrogation of multiprotein

assemblies in living cells
	O-28.4 Short talk

Structural characterization of aerolysin in a membranelike

environment
	O-28.5 Short talk

Characterization of nanoscale protein clusters at the

cell membrane with DNA nanotechnology: an

innovative tool to define a novel paradigm in

oligomerization of membrane receptors
	O-28.6 Short talk

Multiphoton Lithography Scaffolds for Time-Resolved

Mesenchymal Stem Cells Differentiation Studies at the

Molecular Level

	Session 29: Mosbri Special Symposium
	O-29.1 Invited speaker

Molecular Biophysics Database of raw data – MBDB
	O-29.2 Invited speaker

A short journey through the research activities of the

MOlecular-Scale Biophysics Research Infrastructure

(MOSBRI)
	O-29.3 Invited speakers

The MOlecular-Scale Biophysics Research

Infrastructure (MOSBRI) transnational initiative:

overview of major activities and results

	Session 30: At the Heart of Biophysics: The

Enduring Lesson of Mario Ageno
	O-30.1 Invited speaker

The origin of chirality and stereospecific recognition in

life
	O-30.2 Invited speaker

The scientific heredity of Mario Ageno


	POSTER SESSIONS
	Poster Session 1:
	01 The New Age of Protein Structure,

Prediction and Design
	P-1.1

Out of Distribution Predictions by Alphafold
	P-1.2

Biocatalytic Redesign for Phenylketonuria: Engineered

Pah Variants with Clinically Relevant Improvements in

Stability, Activity, and Immunogenicity
	P-1.3

'take 2' On Taok2: Towards the Structure and

Mechanism of the Enigmatic Taok2 and Its

Interactions with Nuclear Speckle Resident Proteins
	P-1.4

Antipasti: Interpretable Prediction of Antibody Binding

Affinity Exploiting Normal Modes and Deep Learning
	P-1.5

Identifying Ionizable Residues Involved in the Phdependent

Switching Mechanism of Myristoylated

Hisactophilin
	P-1.6

Design and Development of Potential Inhibitors

Against Sortase a Enzyme from Enterococcus Faecalis
	P-1.7

From Sequence to Motion: Predicting Protein

Dynamics with Machine Learning
	P-1.8

Combining Biophysics and AI to Develop Nextgeneration

Antiviral Biopharmaceuticals
	P-1.9

The Function and Conformation of Protein Disordered

Regions Is Encoded in Their Modular Architecture
	P-1.10

Directed Evolution of the Human Kappa Opioid

Receptor for Enhanced Solubility
	P-1.11

Computational Design of A/ß Propeller Building

Blocks for Protein Assemblies
	P-1.12

Enhancing Nanobody Specificity: Experimental

Evidence of the Performance of the Locuaz Binder

Design Platform
	P-1.13

Thermodynamic Characterization of New Engineered

Ferritin Nanoparticles
	P-1.14

Exploration of Haloalkane Dehalogenase Variants

Created by Directed Protein Evolution
	P-1.15

Structural Insights into Sk Channels: Unveiling Key
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Normal Conditions and in Brugada Syndrome
	P-2.51

Identification of the Mechanical Properties of

Schizosaccharomyces Pombe and Its Spores

"quantification Of Life and Death at Dormant State"
	P-2.52

The Brownian Scale of Life
	P-2.53

Watching the Chaperone Trigger Factor at Work in

Cell-mimicking Environments
	P-2.54

Optically Actuated Soft Microrobot Family for Singlecell

Manipulation
	P-2.55

Force-controlled Patch-clamp With Fluidfm
	P-2.56

Measuring Ph in Insulin Secretory Granules by Phasorbased

Flim and Orbital Tracking
	P-2.57

A Ratiometric Fluorescent Sensor for Intracellular

Nitric Oxide Detection
	P-2.58

Detecting Nano-scale Height Displacements of Single

Cells Using Optically Trapped Nanomotors
	P-2.59

Probing Molecular Interactions Between Virus and

Host Cell Under Physiologically Relevant Conditions
	P-2.60

Communication in Synthetic Cells Regulates

Population Expression Variability

	11 Biophysical Mechanisms of Brain

Plasticity: From Molecular Dynamics to

Network Adaptation in Learning and Memory
	P-2.61

Optogenetic Emulation of In Vivo-like Up States
	P-2.62

The Role of Kcnb for Neurodevelopmental Disorders
	P-2.63

Revealing Psychedelic Mechanisms: A Molecular

Dynamics Perspective on Membrane Interactions and

Receptor Binding
	P-2.64

Study On Alzheimer's Disease Based on Neuronal

Network Model and Mouse Calcium Imaging
	P-2.65The Role of Lipid Co-operativity in the Mechanism ofActivation in ß2-adrenergic Receptor
	P-2.66Elucidation of Neuronal Differentiation Mechanismsby Thermal Signaling Through Control of IntracellularLocal Temperature

	12 Cellular Biophysics in Diseases (cancer,

Rare Diseases, Infectious Diseases)
	P-2.67

Staphylococcus Aureus Plygrcs Endolysin, along with

the Unexpected Discovery of Its Interaction with Cold

Shock Protein C (cspc): A Potential Biotherapeutic

Target for Treating Mrsa Infections
	P-2.68

Design, Development and Verification of a

Dynamometer to Evaluate at Tissue Level Human

Intestine Cells Contraction
	P-2.69

Mutation Causing Severe Hypertension Drives Higherorder

Oligomerization in the Mineralocorticoid

Receptor
	P-2.70

Breaking the Evil Embrace between Auroraa and Nmyc

with Protein-protein Interaction Inhibitors
	P-2.71

Detectschisto: Setting Up an Early Diagnostic Tool for

Schistosomiasis

Flavio Isopo 1, Corinne
	P-2.72

Optimization of a Skin Fibrosis Model for Anti-fibrotic

Drug Testing
	P-2.73

Mechano-molecular Interplay: A Multiscale Approach

to Mechanically Driven Diseases
	P-2.74

Interaction And Structural Properties of the Nat10

Acetyltransferase Studied Using Biophysical Methods

and Ai Tools
	P-2.75

Empagliflozin Attenuates Inflammation-induced

Endothelial Glycocalyx Disruption within the Isolated

Murine Aorta
	P-2.76

Unveiling Chromatin Dynamics and Dna Damage

Localization Through Quantitative Analysis of Dna

Counterstains
	P-2.77

Cv6 And Cv7: Two New Peptides Toxins from the

Mexican Scorpion Centruroides Villegasi Which Inhibit

Voltage-gated Potassium Channel Kv1.2
	P-2.78

Identification of the Natural Substrate Pool of

Mycobacterium Tuberculosis Chaperonins
	P-2.79

Biophysical Dimension of Atherosclerosis
	P-2.80

Characterization of a Novel Nav1.5 Mutation in

Brugada Syndrome
	P-2.81

Hyperpolarized Light: A Proteomic Analysis of Mcf7

and Mcf10a Cell Lines In Vitro
	P-2.82

Detection of Hydroxyapatite Associated with Xylella

Fastidiosa Biofilms: Evidence of Mineralization and

Potential Role in Xylem Vessel Occlusion
	P-2.83

Intracellular Ph Modulates Cancer Cell Response to

Stress Stimuli
	P-2.84

The Effect of Ethanol Upon the Function of

Respiratory Complex I
	P-2.85

Mediator Med25 Subunit Hijacking by Rsv Ns1 Protein
	P-2.86

475 - Combining Hydrogen-deuterium Exchange Mass

Spectrometry (hdx-ms) And Mass Photometry (mp) to

Investigate Ebola Virus Entry Mechanisms
	P-2.87

Atomic Force Micro-rheology And Brillouin-raman

Micro-spectroscopy As New Tools for the Investigation

of Adld Pathology
	P-2.88

Generation And Biophysical Characterization of New

A-nsp13 Helicase Mabs, as a Powerful Tool for

Studying Sars-cov-2 Replication and Therapeutic

Targeting
	P-2.89

Combining Microscopy Imaging and Stochastic

Cellular Dynamics to Understand Neural Rosette

Formation.
	P-2.90

Blocking Connexin Hemichannels Reduces Tumor

Progression and Invasiveness in a Glioblastoma Mouse

Model
	P-2.91

Inhibition Of Bacterial Biofilm Formation by

Carbosilane Dendrimers and Their Complex with

Endolysin - In Vitro and Ex Vivo Approaches with

Cytotoxicity Analysis on Fibroblasts
	P-2.92

Folding Stability of Yb1- Cold Shock Domain Inside

Cells and Its Modulation by Ligand Binding
	P-2.93Does The Hepn Domain of Sacsin Interact with Rna?The Answer Is Relevant for the Etiology of the RareDisease Arsacs
	P-2.94Diamond In Biosensing of Oncology Diseases
	P-2.95

Targeting Flt3-resistant Aml: A Combined In Vitro and

Zebrafish Model Study
	P-2.96

Engineering Optimized Scfv-fc Antibody-drug

Conjugates (adcs) Targeting Galectin-3bp for

Enhanced Cancer Therapy
	P-2.97

Infections by Di Particles Under Multiple Infection

Conditions, as Revealed by Quantifying Influenza Virus

Particles
	P-2.98Development of Bir1-targeting Compounds for CancerTreatment: Study of Iaps Modulation in Nf- κbPathway
	P-2.99

Reduction of Bacterial Colonization on Bucklinginduced

Wrinkled Surfaces Under Fluid Shear
	P-2.100

Design of Specific Inhibitors Against Bacterial

Enzymes Responsible for Antibiotic Resistance
	P-2.101

Structural and Functional Characterization of Nad

Kinases, New Targets for Antibiotic and Anticancer

Treatments

	13 Collective Behavior and Ionic Liquid in

Biological Systems
	P-2.102

Breaking Barriers: Ionic Liquids as Game Changers in

Transdermal Drug Delivery?
	P-2.103

The Effect of Ionic Liquids on the Elasticity and

Viscoelasticity of Normal and Cancer Cells by Means of

Atomic Force Microscopy
	P-2.104

Phase Separation of Rabies Virus Phosphoprotein (p)

With Lcst and Its Modulation by Dynein Light Chain 8
	P-2.105

The Role of Ionic Liquid Chain Length in Tuning

Mechanical Properties of Model Lipid Rafts
	P-2.106

Effects of Low Doses of Ionic Liquids on Lipid Bilayer

Mechanics Using Atomic Force Microscopy
	P-2.107

Deep Eutectic Solvents as Tunable Ionic Liquids:

Mechanisms of Biomolecular Solvation
	P-2.108

Ionic Liquid: Impact on Protein Denaturation and

Renaturation
	P-2.109

The Physics Behind Antimicrobial Activity of Ionic

Liquids
	P-2.110

Ionic Liquids’ Driven Amyloid Aggregation of Globular

Proteins

	14 Biomaterials and 3d Bioprinting
	P-2.111

Rfdiffusion and Md Simulations: Crafting Peptides to

Outsmart Alzheimer’s Disease
	P-2.112

Benzimidazole-functionalized Multifunctional Small

Molecule for Alzheimer's Disease Detection and

Therapy
	P-2.113

Qcm-based Polyphenol Monitoring for Enhanced Olive

Cultivation
	P-2.114

Reproducing Vascular Deformation Around Cancerous

Tumours with Mechanical Stimulation in the Chicken

Chorioallantoic Membrane
	P-2.115

Optical Sensing and Structural Investigation of

Mutants Sars-cov-2 Spike Glycoproteins Via Infrared

Spectroscopy Coupled with Mof-based Sensor Platform
	P-2.117

From the Orchard with Love: Unconventional Quality

Assessment to Improve the Olive Value Chain
	P-2.118

Direct and Indirect Influence on Endothelial Layer

Formation in the Presence of Aunps/cdse/tanpsloaded

Pl-b-cl/pvp-based Electrospun Nanofibers
	P-2.119

Bacterial Biofilm Mechanical Properties and Dispersal

Are Influenced by Sporulation in Bacillus Subtilis

	15 Self-assembly in Life Science
	P-2.120

Bioassembling Macro-scale, Lumnized Airway Tubes

of Defined Shape Via Multi-organoid Patterning and

Fusion
	P-2.121

Self-assembly Behavior of the Lah4-a4: Peptide-peptide

Interactions Revealed by Solid-state Nmr Spectroscopy
	P-2.122

Unravelling the Folding Pathway of a Large

Monomeric Protein at High Resolution Reveals a

Conserved Mechanism In ß-lactamases
	P-2.123

Competition Between Clustering and Phase Separation

Drives Reentrant Phase Behavior of Hnrnpa1a in

Presence of Rna
	P-2.124

Exploring the Liquid-liquid Phase Separation and

Membrane Interaction of Human Golgi Reassembly

and Stacking Proteins
	P-2.125

Entropic Interplay in the Onset of Biomolecular

Condensates
	P-2.126

Mechanism of Virus Capsid Assembly and Disassembly
	P-2.127

Guanosine Hydrogels as Dual Drug Delivery System:

Formation Kinetics by a Time-resolved Approach
	P-2.128

The Sirt1 N-terminal Domain as a Regulator of Its

Nad-dependent Deacetylase Activity.
	P-2.129

Combining Spectroscopy Techniques and Pulsed

Electric Fields to Characterize the Material Properties

of Biomolecular Condensates.
	P-2.130

Probing the Self-aggregation of L-tryptophan Into

Spherical Microstructures and Their Selective

Interactions with Bilirubin
	P-2.131

Boundary Shape Engineering for the Spatial Control of

Confined Active Particles
	P-2.132

Effect of Molecular Crowding on Kappa Casein Fibrils’

Mechanics and Morphology
	P-2.133

Visualization of Aggregation Propensity of Amphiphilic

Dendritic Nanoparticles in Cell Models and Blood

	16 Machine Learning and Agent-based

Models
	P-2.134Machine Learning Methods for Antigen Processing andPresentatio
	P-2.135

Automated Screening of Polymicrobial Communities

and Bacteria-phage Interactions in Microdroplets

Using Image-based Ai Tools
	P-2.136

Resonance For Life: Metabolic Roots of Social

Behaviors in Bacterial Colonies
	P-2.137

Face to Face with Proteins: A Machine Learning

Framework for Protein-protein Interaction Prediction
	P-2.138

Flexible Integration of Biomolecular Ensembles with

Experimental Data Using Jaxent
	P-2.139

Exploring Protein Stability with Protein Language

Models and Molecular Simulations
	P-2.140

An Agent-based Model of the Cellular Immune

Response to External Stimuli
	P-2.141

From Metabolic Self-monitoring to Precision Nutrition:

Predictive Models and Digital Biohacking for Weight

Management
	P-2.142

Machine Learning Analysis of Gpcr Structural Data

Reveals Activity Classes
	P-2.143

An Advanced Tool for Preprocessing and Deep

Learning–driven Analysis of Raman Spectra of Cells
	P-2.144

Integrative Modeling of Viral Proteomic Features for

Predicting Host Specificity in Plant Viruses: A

Genomic-informed Approach for Epidemiological

Monitoring
	P-2.145

Ai-powered Retinal Intelligence: From Microvascular

Maps to Predictive Medicine

Michele Maria De Giulio 1,
	P-2.146

Quantum Intelligence for the Body: Forecasting

Physiological Dynamics with Qesn
	P-2.147

Neurometabolic Avatar: A Physics-driven Deep

Learning Framework for Personalized Neuro-metabolic

Profiling
	P-2.148

722 - Neuroscent: A Deep Self-attention Classifier for

Olfactory Assessment Using Electroencephalographic

Measurements
	P-2.149

Proteinscanner: A Hybrid Machine Learning and

Physics-based Platform for Protein Interaction

Prediction

	17 Molecular Modeling and Simulation
	P-2.150

Dynamical Chromatin Chains Facilitate Enhancerpromoter

Communication Through Transcription

Factor Clustering
	P-2.151

Dynamic of Imidazole-based Ligands in Polar and

Non-polar Solvents
	P-2.152

Capturing Mutation-driven Dynamics in Proteins with

a Refined Coarse-grained Modeling Approach
	P-2.153

Exploring Insulin-receptor Dynamics: Stability and

Binding Mechanisms
	P-2.154

Capturing Bicarbonate: The Transport Mechanism of

Ncbe
	P-2.155

Hybrid Resolution Exchange Molecular Dynamics

Simulation Methods for Effective Sampling of

Intrinsically Disordered Proteins
	P-2.156

What Can Charmm-gui Do for You?
	P-2.157

Proton Transfer Through the E Channel of Respiratory

Complex I Probed by Hybrid Qm/mm Md

Simulations
	P-2.158

Development of a Coarse-grained Simulation Approach

to Elucidate Multisite Tubulin-ligand Binding
	P-2.159

Decoding The Rules of Phase Separation Through

Minimalist Peptide Models And Atomistic Simulations
	P-2.160

Coarse-grained Simulations of Rna-loaded Lipid

Nanoparticles: Implications on Rna Stability and

Antigenic Protein Expression in Mrna Vaccines
	P-2.161

A New Computational Framework for Investigating

Biological Electron Transfer in Energy-transducing

Enzymes
	P-2.162

Molecular Dynamics in Multidimensional Space

Describes the Recognition Mechanism of the

Aminoglycoside-n1 Riboswitch Regulatory Complex
	P-2.163

Cancer Mutations and Conformational Changes: The

Dynamics of Mcm Protein Complex
	P-2.164

Charge Scaling to Dampen Overstabilization of Salt

Bridges in Molecular Dynamics: Insulin–receptor Case
	P-2.165

Optimising Pipelines for in Silico Protac Screening
	P-2.166

Mechanistic Insights into 5lox: Conformational

Dynamics, Interaction Networks, and Pathway

Regulation in Cancer and Inflammation
	P-2.167

Dynamic Hyaluronan-arginine Interactions Modulate

Solution Properties at the Molecular Level
	P-2.168

Intrinsic Binding Parameters: A Path to Understanding

Molecular Recognition and Enhancing Computeraided

Drug Design
	P-2.169

Improving a Computational Model to Study the

Cytochrome C Oxidase Proton Pumping Mechanism

Using Quantum Mechanics and Constant Ph Molecular

Dynamics
	P-2.170

Molecular Dynamics Simulations Coupled to

Experimentally Determined Helical Content for

Interpretation of Circular Dichroism Data
	P-2.171

Investigating The Fuzzy Interaction Between the Taur2

Repeat and Tubulin C-terminal Tails with and

Without Phosphorylations
	P-2.172

Structure-guided Investigation of Natural Compounds

as Inhibitors of Sars-cov-2 Main Protease (mpro)
	P-2.173

Mechanism of Gate Opening and Cargo

Uptake/release in Stard Lipid Transfer Proteins from

Molecular Simulations
	P-2.174

Photopharmacology in Action: Molecular Dynamics of

a Photoswitchable Kinase Inhibitor
	P-2.175

Insight into Ligand Interaction of Wuchereria Bancrofti

Gst: Empirical and Theoretical Perspective
	P-2.176

Constant Ph Simulations Reveal Real Charge of Serum

Proteins
	P-2.177

Cationic and Anionic Lipid Mixing Favors the

Lamellar-to-hexagonal Phase Transition in Coarsegrained

Molecular Dynamics Simulations
	P-2.178

The Diffuse Interface Description of Lipid Membranes

for Multiscale Simulations: From Vesicle

Fusion/fission to Trans-membrane Stresses
	P-2.179

Tackling Sars-cov2 Proteostasis—predicting the

Complex Network of Grp78 with Nsp2, Nsp4, Orf8a

and Spike Proteins
	P-2.180

Role of Membrane Composition in Phase Separation of

Neuronal Membranes Affected by Alzheimer’s Disease:

A Molecular Dynamics Study
	P-2.181

Exploring F-atpase Dynamics Via Mc/md Simulations
	P-2.182

Computational Insights into Pseudomonas Aeruginosa

Lipoxygenase Interactions with Key Lipids for

Ferroptosis
	P-2.183

Precision and Traceability: Advancing Protein-ligand

Binding Studies Via Orthogonal Biophysical Methods
	P-2.184

Enhanced Sampling Simulations Shed Light on the

Regulatory Role of the C-terminal Tail of

Phosphofructokinase-1
	P-2.185

Prediction of Asp Deamidation Propensity in Proteins

by Physical-based Descriptors
	P-2.186

A Universal Mg-pinch Motif That Stabilizes Bond

Cleavage in Ntp-processing Enzymes: Nature Counts

to Three
	P-2.187

Conformational Changes of Hsp70 Induced by

Substrate Binding and Atp Hydrolysis
	P-2.188

Membrane-mediated Structural Regulation of Adam10

During Efferocytosis
	P-2.189

Intrinsically Disordered Regions as Key Modulators of

Katp Channel Activity
	P-2.190

Protein Folding Times Are Dominated by Friction, Not

Free Energy Barriers
	P-2.191

Optimizing Molecular Toolkits for Inactivating

Protease Activity in Coronaviruses: Advancing

Pandemic Preparedness
	P-2.192

Engineering and Mechanistic Insights into the

Enhanced Activity of a Nitrile Hydratase - An Enzyme

with a Non-standard Active Site
	P-2.193

Protein-protein Interaction Stabilizers from Molecular

Dynamics Simulation Derived Pharmacophore Models
	P-2.194

Chain Dynamics in the Liquid-liquid Separated Phase

of Galectin-3’s N-terminal Domain
	P-2.195

Microtubule Dynamics Are Defined by Conformations

and Stability of Clustered Protofilaments
	P-2.196How Loop Dynamics Control Activity and Selectivity ofa Short Chain Reductase
	P-2.197

Investigating Protein Misfolding and Aggregation

Using a Novel Method, Zepyros, to Evaluate Binding

Interface Complementarity
	P-2.198

Estimating Dna Deformation Free Energy in Dnaprotein

Interactions
	P-2.199

Rationalizing Enhanced Affinity of Engineered T-cell

Receptors in Cancer Immunotherapy Through

Interaction Energy Calculations and Residue

Correlation Analysis
	P-2.200

Efficient Collective Variables for Estimating the Free

Energy of Pore Formation in Lipid Membranes


	Poster Session 3:
	18 Advanced Microscopy Techniques

(brilloulin, Cryoem, Hs-afm, …)
	P-3.48

In Situ Nano-scale Mapping of Met/grb2/sos1

Membrane Protein Assemblies Using Dna-paint
	P-3.49

Confocal Fluorescence Imaging Using

Superconducting Single-photon Detectors
	P-3.50

Hypericin Alters the Mechanical Properties of Sars-cov-

2 Viral Envelope
	P-3.51

Brillouin Microscopy on Als-related Protein Aggregates

in Living Cells
	P-3.52

Analyzing Protein Phase Separation and Condensate

Aging of Tau and Alpha-synuclein Using Brillouin

Microscopy
	P-3.53

Enhancing Large-scale Bioafm Mechanical

Characterization with Smartmapping
	P-3.54

Direct Observation of Filovirus Interaction with the

Endothelial Glycocalyx
	P-3.55

Brillouin Spectroscopy as a Tool for Mechanical

Characterization of Cancer Cell Aggregates
	P-3.56

Data-driven Bimodal Acquisition for Fast Brillouin

Imaging
	P-3.57

Introducing Instruct Image Processing Center (i2pc), A

Cryo-em Image Processing Facility of the Spanish

Instruct Center (instruct-es)
	P-3.58

Multimodal Vibrational Micro-spectroscopy:

Enhancing Life Science Applications Through

Simultaneous Ir, Raman, and Fluorescence Microscopy
	P-3.59

Investigating Cell Mechanics in Response to Physical

Cues Via Atomic Force Microscopy and Fluidic Force

Microscopy Techniques
	P-3.60

Study of Ionizing Radiation-induced Alterations in the

Mechanical Properties of Sh-sy5y Neuroblastoma Cells
	P-3.61

Unveiling The Architecture of the Rna Helicase Ddx21

And 7sk Ribonucleoprotein Complex
	P-3.62

Imaging - An Important Source of Information in

Cancer Diagnosis
	P-3.63

Directionality of Two-photon Absorption in

Fluorescent Proteins: From Protein Crystals to Imaging

Cell Signaling
	P-3.64

Exploring Hypericin Interactions with Viral-mimetic

Membranes Using Advanced Correlative Microscopy
	P-3.65

Revealing Lipid Order Differences Between Cancerous

and Non-cancerous Cells Using Fluorescent Viscosity

Probes

	20 X-ray and Neutron Techniques in

Biophysics
	P-3.66

Developing Endosome Membrane Mimics to Study

Lipid Nanocarrier Interactions
	P-3.67

Investigating the Effects of Tmao and Urea on

Fibrinogen-to-fibrin Conversion and Their Role in

Thrombosis
	P-3.68

Molecular Insights on Iodine Incorporation-based

Photoactivation Therapy
	P-3.69

X-ray Spectroscopy Studies of Iodine-substituted Dna:

Fragmentation and Radiosensitization for Targeted

Cancer Therapy
	P-3.70

Effect of Ph and Buffer on Sponge Phase

Nanoparticles: Particle Structure and Surface

Interactions
	P-3.71

Structural Basis for Oxygen Sensing and Signal

Transduction by Hemat in Bacterial Aerotaxis

Regulation
	P-3.72

Inverse Problems with Experiment-guided Alphafold
	P-3.73

Single-molecule X-ray Scattering at Atomistic

Resolution and Without Hit Selection
	P-3.74

Ethosome Gels for the Transdermal Delivery of Active

Plant-derived Compounds. A Preformulative Structural

and Activity Study
	P-3.75

Combined X-ray and Neutron Techniques to Reveal

the Structure of Lipid Rafts in Model Tumor Cell

Membranes
	P-3.76

Deciphering Membrane Protein Structures Through

Scattering and Modeling: Insights into Tspo, a

Neuroimaging Key Marker
	P-3.77

Ph Affects Structure of Mrna - Lipid Nanoparticle
	P-3.78

Biological Applications at the Aqua Beamline of the

Eupraxia@sparc Lab Free Electron Laser
	P-3.79

Protein Structure Classification Based on X-ray-laserinduced

Coulomb Explosion
	P-3.80

Saxsfels: Mass Spectrometry Meets Saxs
	P-3.81

Hidden Protein Disorder: Deciphering the Structural

Organization and Dynamics of a Non-canonical Cp12

from the Diatom Thalassiosira Pseudonana Using Saxs,

Epr, Molecular Dynamics and Modeling
	P-3.82

Deuteration of Biomolecules for Neutron Structural

Biology and Dynamics
	P-3.83

Integrated Structural Biology at the European

Spallation Source
	P-3.84

An Albumin Unfolding and Refolding Cycle Induced

by a Time-controlled Ph Jump
	P-3.85

Orientation and Heterogeneity in X-ray Single-particle

Imaging
	P-3.86

Advancing Time-resolved X-ray Diffraction: Current

Development of the Trex End-station at Eli Beamlines
	P-3.87

Investigating Gut Alterations in Alzheimer's Disease:

In-depth Analysis with Micro and Nano 3d X-ray Phase

Contrast Tomography

	21 NMR: Towards Cell Process

Characterization
	P-3.88Unexpectedly Slow Conformational Exchange in theEfflux Pump Driving Silver Resistance
	P-3.89

Mechanical Forces on Mechano-enzymatic Mechanism

of Attr Using Rheo-nmr
	P-3.90

Bola2 And Glrx3: Keyplayers in Human Cytosolic [4fe-

4s] Cluster Assembly
	P-3.91

Phosphorylation Disrupts the Interaction Between the

Intrinsically Disordered Region of Ndrg1, A Lung

Cancer-associated Protein, and Lipid Vesicles
	P-3.92

In-cell Nmr as a Tool for Studying in Situ Pleiotropic

Macromolecules
	P-3.93

Revealing the Dynamics of Intrinsically Disordered

Protein Complexes Using Paramagnetic Nmr
	P-3.94Widespread Extracellular Electron Transfer Pathwaysfor Charging Microbial Cytochrome Omcs NanowiresVia Periplasmic Cytochromes Ppcabcde

	22 Vibrational Spectroscopies in Biophysics
	P-3.95

Probing Intracellular Interactions with Sers in the

Presence of a Fluorescent Dye
	P-3.96

Terahertz Vibrational Condensation in Fröhlich's Cell

Model: Experimental Studies Using Nanoscale Reverse

Micelles with Microwave Irradiation
	P-3.97

Monitoring Antimicrobial Effect of Peptides Using

Nanostructured and Flexible Sers Sensing Platforms
	P-3.98Capturing Ultrafast Energy Flow in Heme and NonhemeProteins in Crowded Milieu
	P-3.99

Revealing Co Coordination in Acetyl-coa Synthase

Under Ambient Conditions by Ultrafast Nonlinear Ir

Spectroscopy and Anharmonic Frequency Calculations
	P-3.100

Ftir Spectroscopy for Studying the Effects of Heat

Stress on Bovine Mammary Epithelial Cells
	P-3.101

Reagent-free Urea Determination from Hemodialysis

Fluid: Development of Ft-ir Spectroscopic Strategies
	P-3.102

A New Approach to Subcellular Imaging of Lipid

Structures and Nuclei in Cancer Cells
	P-3.103

Spectroscopic Monitoring of Pharmacologically Driven

Metabolic Changes in Hematologic Cancer Cells
	P-3.104

Resolving the Structural Response of the Crystallized

Photoenzyme Oapac Using Infrared Difference

Spectroscopy
	P-3.105

Intramolecular Dna Structural Studies – Instruct
	P-3.106

Sers-based Detection of Dsdna Fragments Using Silicacoated

Silver Nanoparticles
	P-3.107

Thermal Stability and Conformational Changes of

Ubiquitin Upon Interaction with Few-layer Graphene:

An Optical Spectroscopy approach
	P-3.108

Peptide Dynamics Studied with Laser-excited

Temperature-jumps And Dual-comb Ir-detection
	P-3.109

Proton Dynamics in the Light-driven Bacterial Chloride

Pump Nmhr

	23 Bionanophotonics and Single Molecule

Fluorescence
	P-3.110

Single-molecule Localization Microscopy to Study

Chromatin Organization During Cells Differentiation

on Specific Substrates
	P-3.111

Reaching The Nanoscale: Super-resolution Microscopy

as Promising Quantitative Tool for the Characterization

of Therapeutic Extracellular Vesicles
	P-3.112Leveraging The E222q Replacement to Generate NovelReversibly Switchable Fluorescent Aequorea VictoriaProteins for Super-resolution Imaging
	P-3.113

Measuring Parp-1 Mobility and Chromatin

Organization at Dna Damage Sites by Segmented Fcs

and Fret
	P-3.114

Molecular Behavior of Disordered Translation Factor

Eif4b: From Monomers to Oligomers and Condensates
	P-3.115

Investigating The Dissociation Dynamics of Single

Protein Complexes in Solution Using Mass

Photometry.
	P-3.116

Phosphorylation-driven Modulation of Eif4b Selfassociation

and Rna Binding
	P-3.117

Investigating Molecular Compartmentalization in

Bacteria With 3d Multicolour Expansion-palm (expalm)

Microscopy
	P-3.118

Elucidating Sequence-dependence in Transcription

Initiation Using a Novel Single-molecule Fluorescencebased

Sequencing Technique
	P-3.119

Investigating Dna Damage Along the Cell Cycle: A

Single-cell Quantitative Imaging Approach
	P-3.120

Leveraging the E222q Replacement to Generate Novel

Reversibly Switchable Fluorescent Aequorea Victoria

Proteins for Super-resolution Imaging
	P-3.121

Application of Advanced Fluorescence Spectroscopy

Methods on Commercial Microscopes
	P-3.122

Impact Of X-ray Radiation on Nuclear Proteins in Shsy5y

Cells Analyzed with Super-resolution Microscopy
	P-3.123

Unveiling the Role of Tracrrna Architecture in Crispr–

cas9 Activity Via Single-molecule Analysi

	24 Nanotechnology and Nanoscale Pores:

Advances and Applications in Biophysics and

Beyond
	P-3.124

Kinetics of Formation and Rheology of a Protein Film

at Liquid-liquid Interface
	P-3.125

Design of Dna-peptide Nanostructures Against Hardto-
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