Unveiling the unique microbiome and nutritional profile of milk from the caprine
Nera di Verzasca local breed
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INTRODUCTION METHODS
The Nera di Verzasca (NV) goat, native to Lombardy, 1s essential T
for sustainable farming and high-quality dairy production, often el ———
raised alongside commercial breeds. This study analyzes the av:bacteriologic S8 oy fatfybeld (4]
nutritional profile and microbiome of NV milk, comparing it a [ Doty LW Al medyieses(av)
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with Camosciata delle Alp1 and Saanen.

RESULTS — »

Collection of 266 INDIVIDUAL MILK

NV milk exhibited excellent cheese-making efficiency due to samplesseparate by breed
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low somatic cell counts, large fat globules, ideal mineral profile, N e oo 2 (50), NV (104), Saanen (112) ;-3 o q@@g >
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and good curd firming traits. Polyunsaturated fatty acids, e o ser >

including a-linolenic (C18:3 n-3) and ¢9 tl1 conjugated linoleic
acid, varied by farm, reflecting differences i1n diet and

management. Total bacterial counts ranged from 2.00 to 3.23 Figure XX: Bar plots of relative abundances at the genus level for the samples, grouped by
LoglO cfu/mL. with minimal wvariability across breeds, producer and breed. The represented abundance is the average of the samples belonging to each
producers, and grazing periods, while lactic acid bacteria experimental category

remained below 2.00 LoglO cfu/mL. Microbiota analysis
revealed a strong influence from the producer and, to a lesser
extent, the breed on biodiversity and composition. Grazing ---

— —
periods significantly reshaped microbiota due to dietary and l
environmental changes.
Figure XX: Percentages of protein, casein, and casein index found in
the samples, based on the breed effect I Il..ll
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Figure XX: Boxplot of the distributions of alpha-diversity estimates (according to the Chaol
metric) for the samples analyzed based on breed (right) or producer (left) for the samples
collected at T1 (post-grazing)

Figure XX: Distribution of fat globule size in the milk of each breed
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These findings emphasize NV dairy products’ quality and role 1n traditional farming.
Differences among producers and grazing effects on microbiota highlight the
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product's role 1n preserving biodiversity. Integrating local and commercial breeds
supports genetic diversity and traditional practices in modern livestock, offering
economic and conservation benefits.

Figure XX: Fatty acid profile (g/100 g of total fatty acids) in milk
from three goat breeds: Saanen, Camosciata, and Verzasca
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